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M 1021 ACCTTCTACA CCACCATGTTACTCACC A 
M 341 TFYTTMLLT 

H LLLYLKRLK 
H CTCCTGCTTTACCTAAAAAGGCTCAAGA 

-k * ****** 

M 10 81 CTCCTT PTTTACCTGAAAAGGCTTAAGA 
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TTCCAGTCTTTGTCGCAGTGGCAGTCATAATC 
I PVFVAVAVI I 

IIIFPPIPDPG 

TTATTATATTCCCTCCAATTCCTGATCCTGGC 
*********** 

TCATTATATTTCCTCCAATTCCTGATCCTGGC 
IIIFPPIPDPG 

QNDDTLHWKKY 

AGAATGATGATACTCTGCACTGGAAGAAGTAC 
*********** 

AGAATGATGATACCCTGCACTGGAAGAAGTAT 
QNDDTLHWKKY 
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AAACCGACTCTGTAGTGCTGATAGAAAACCTG 
*********** 

AAACGGATTCTGTAGTGCTGATAGAAAACCTG 
ETDSVVLIENL 



ttatttttaccttcactgtgaccttgagaaga 
tgatttctttcttgccttcaatgtgaccctgt 
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